Tae S€quente algnment problem *
sgwen: -+ 1 sequences (X and Y)
! swﬁnej MO (S)
(gmpuit* AW poi(wite olgnment of % andh Y 0f MANMUM Sore

[Global Q\{gmeﬂl—|~09f\m\ algAMeNt 00N W enfifety of- oth RGuEnceS

for exOmplet  gtn A= ACAAT we towd opk WL oNoemu
X = TCAGAT
widh  SWring saeme - TCAGAT
0 for oep AL A- AT
‘Y0 o mismatin SWE@:0r I +DA14) = &

o\ ®r  Mowon

TS, 4here are 3 possible Olignmuntl €of a Wl in a guence:
S MATLM © align  \eRC w| S Ik o&:.r Sequen (f\)
O MISMATLH : align 1tk N0t Wl Same  leHer \ T
o QAP/INDEL: ohgn leHu w| o (f‘)
*Di0logi(al opPltalion ok delS i aNn inderion|drienion mutonon C some point
N SNOHOoNaN, WSy
Smere © o vijehon (111 ©ueSpordene) DRIWREN AMYnMRNS ot K od Y ond dicesrad pothS

tom me we et cell (begimirg) to ovOM Agne (el (Bnd) ot edir ofoph
e (. AT

© We edir gfaph S 0 dietitd gmeh with AR wWRignig
B Mox oM SR = Mok direld poin Borm  BezinNing > end

Ap>C»

swgpose Rawenc X is of size m anot Y 8 oF size ot
" H ok aligaments own Koo ¥ s @xponential
RONENE(, S olguathe Wil Eird . oph vl oligmua i auedreric (O (med) Amay



Now, for me algofivhm: A= M RaRhz. . Am ) X = WY Yz ... Ya

9 edit gpn —!Xofﬁ“(‘ ‘ﬁ@\\"‘\s ‘,‘* &
N \'p- ‘\a* W e Va
~dimensionA : L«m Dned) o o 5
e —Ts

>

-enmes none torm G, ){ x.

V€icm ; \ &£3en L
Gedaes: 3 types ° noriwntal, verwl , dicgonai
- untl ¢ gap i X (-, — (\,)\
- nodntel C gap in X () — 060D
= diogonel: BNOop Ak (ot misvokn) Gy, 50D G y)
8 56,)) = swre ok e Mox Sre path Bom St )
& > oy ophtnal P oM sica = (Ly) st

=430 - ) wse one of e edg RS
[ -)" i’)

S(‘ |) )) L 6(7“)')) st o€ %
soring suneme & S0y = max { S(iyy-D) B U, | oee
SGyy D B, WY @

. avyNning

Fuest, Wi must nitonite m edit oy (de()eM\N)) " 2\A %
e SO0y dneme -"is one vas TO ogup peAalty) (it matcn o
. e MSmmtTtnd

°9|o] o

%

o
™A, Y an oo (BI by (el ) calamabting  S(iuy) wvakd on v
2 Swowndine) (AS.

B O
(~]

o]«
ol

(
LT
L

*

‘|0




